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Schematic reprasentation that demonstrates the
interactions between neutral molecules and metal
complex or salts in the ionic cocrystals.

Synthesis of dimorphic salts from API famotidine and
2-aminobenzoic acid.

Molecular structures of the drug famotidine and
isomeric  aminobenzoic acid and  isomeric
hydroxybenzoic acids as coformers.

Molecular structures of drug famotidine and isomeric
dihydroxybenzoic acids.

Molecular structure of drug trimethoprim (TRM).

Molecular structures of the drug trimethoprim and
coformers.

Dimorphic salts of FAM isolated from methanol and
ethanol crystallization.

The variation of the drug conformation in the crystal
structures of molecular salts results in the difference
in the permeability rate.

The molecular salts of famotidine demonstrated better
phase stability in different pH media when compared
with the parent API.
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7.4

7.5

7.6

The hydrated salts of TRM demonstrated a significant
improvement in solubility as compared to the
anhydrous salts.

The impact of hydrogen-bonded synthon strength on
the solubility of salts of TRM.

A pictorial illustration of applications of
pharmaceutical cocrystals and future aspects.
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Abbreviations and Symbols

A Acceptor

A angstrom Acetonitrile

a.u. Arbitrary unit

API Pharmaceutical Ingredients

ABA Aminobenzoic acid

ACN Acetonitrile

Ay Absorbance of the unknown solution
BCS Biopharmaceutics Classification System
cmt Per centimeter

°C Degree Celsius

°mint Degree Celsius per minute

Calc. Calculated

cm Centimeter

CSD Cambridge Structural Database

Cu Concentration of an unknown solution
D Donor

1D One dimensional

2D Two dimensional

3D Three dimensional

DFT Density Functional Theory

DHBA Dihydroxybenzoic acid

23-DHBA 2,3-dihydroxybenzoic acid
24-DHBA 2,4-dihydroxybenzoic acid
25-DHBA 2,5-dihydroxybenzoic acid
26-DHBA 2,6-dihydroxybenzoic acid
34-DHBA 3,4-dihydroxybenzoic acid
35-DHBA 3,5-dihydroxybenzoic acid

DSC Differential scanning calorimetry
EtOH Ethanol

FAM Famotidine

FDA Food and Drug Administration
FT-IR Fourier-transform infrared spectroscopy
GRAS Generally regarded as safe list

HBA Hydroxybenzoic acid

h Hours

HCI Hydrochloric acid

kJ mol-? Kilojoules per mole
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kcal mol™
KBr
m-ABA
m-HBA
um

mg

min

mL

mm
gem
mmol
MeOH
M.Pt.
Obs.
0-ABA
0-HBA
p-ABA
p-HBA
PXRD
rpm
ss-NMR
TGA
uv
UV-vis
TRM
X-RD
XPS

kilocalorie per mole
Potassium bromide
m-Aminobenzoic acid
m-Hydroxybenzoic acid
Micrometer

Milligram

Minutes

Milliliter

Millimetre

gram per centimeter cube
Millimolar

Methanol

Melting point

Observed

0-Aminobenzoic acid
0-Hydroxybenzoic acid
p-Aminobenzoic acid
p-Hydroxybenzoic acid
Powder X-ray diffraction
revolutions per minute
solid-state nuclear magnetic resonance
Thermogravimetric analysis
Ultraviolet
Ultraviolet-visible
Trimethoprim

X-ray diffraction

X-ray photoelectron spectroscopy
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